Molekularbiologische
Datenbanken

Ubungen
Sommersemester 2003

Silke TriBl

. Humbaldt Ulf Leser
Jniversitdt .

Bioinformatik

Organisatorisches

« Mittwoch 13 — 15 Uhr, RUD25 1.011
— Mi, 02. Juli 2003 entfallt
— Ende: 16. Juli 2003

« Anmeldung fir die Ubung tiber Goya
— Ubungsschein
— 2 Ubungsscheine (MDB + DWH) = Seminarschein

« Web-page zur Ubung:
— http://www.informatik.hu-berlin.de/wbi/teaching/
sose03/mdb/uebung/index.html
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Organisatorisches — 2 —

» Sprechstunden:
— Silke TriBl: Mo + Di 10 — 12 Uhr
RUD 1V.102
oder nach Vereinbarung

UIf Leser: Fr 13 — 15 Uhr
RUD 1IV.103

®
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ADblauf

« 5 Aufgaben
— Aufgabe 1: jeder fur sich
— Aufgaben 2 — 5: in Gruppen von 2 — 3 Personen

e Abgabe
— Uber Goya oder in RUD25 1V.102

— Vorstellung der Ergebnisse jeder Gruppe in den
Ubungen

— Ergebnisse der Ubungen {iber Goya
— Einsehen der Losung 1 Woche nach Abgabe
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Aufgaben

1. Datenbanksuche
1 Woche 30.04. — 07.05.

2. Microarray-DB-Modellierung
2 Wochen 07.05. — 21.05.

3. Laden von Rohdaten
2 Wochen 21.05. — 04.06.

4. Integrieren von SWISS-PROT-Daten
3 Wochen 04.06. — 25.06.

5. Integrieren von GO und GOA
3 Wochen  25.06. — 16.07.

®
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Aufgabe 1 - Datenbanksuche

, Central Dogmain Molecular Biology*

Protein mit katalytischer Funktion

in der Zelle: Enzym

Quelle: http://cellbio.utmb.edu/cellbio/ribosome.htm
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Datenbanken - Literatur

http://www.informatik.hu-berlin.de/wbi/teaching/sose03/mdb/uebung/Aufgabel/datenbanken.html

Literature search

Publled, a sernce of the Mational Library of Medicine, prowides access
to over 12 mullion MEDTLINE citations back to the mid-1960's and
addtional ife science journals. Publded meludes links to many sites
providing full text articles and other related resources.

Entrez Pubied

WerH - Medical || It iz designed to help quickly locate descriptors of possible mterest and to
subject Headings || show the hierarchy in which descniptors of mterest appear,

DI - Cinline
Ilendelian This database 15 a catalog of nan genes and genetic disorders.
Inhentaze in Man

Hurmbaoldt
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Datenbanken — theratur (cont.)

() Entrez-PubMed -Metscape =B

. Datei Bearbeiten Anzeigen Gehe Lesezeichen Extras Eenster  Hilfe |

q g Q . | <2 http:f fwen. ncbi.nlm. nih. govientreziquery. Fegizdb=Puts. ! | | Q.Si‘ll:hen

X
=
,.' National B3
PubNled it
of Medicine ESiE
*ubhec M de Protein Genome Structure PRC Taxonomy Qi ihg Books
Sea.rc'hl Pubted =~ forl GGI Claar |
Lirmits Previewindex Histary Clipbaared Dietails =

About Entrez

+ Enter one or more search terms, or click Prewiew/Index for advanced
searching.

* Enter author names as smith jc. Initials are optional.

+ Enter journal titles in full or as MEDLIME abbrewiations. [Tse the i
Journals Database to find journal titles.

Puhhed, a service of the National Library of Medicine, provides access
to over 12 million MEDLIME citations back to the mid-1960's and
additional life science journals. PubMed includes links to many sites
providing full text articles and other related resources.

| Bookshelf Additions [ NTH Clinical Advisory
5 The Eurekah Bioscience Mational Institute of Allergy and

@; Coflection is now available Infectious Diseases (NIAID) Issues
for interactive searching on New Clinical Advisory (3/13/03):
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Datenbanken - Sequenzen

DNA sequence databases

GenBank® 15 the MNIH zenetic sequence database, an annotated collection of all pubhcly
GenBanl 3
I avalable DA sequences.
3 The EMEL Mucleotide Sequence Databasze constitutes Europe's primary mucleotide
EMETL uber . . o
m sequence resource. Mam sources for DA and EXA sequences are direct subrmissions
from individual researchers, genome sequencing projects and patent applications.

Protein sequence databases

The Zwiss-Prot Protein Bequence Database 15 a database of protein sequences. Tt
containg high-quality annotation, iz non-redundant, and cross-referenced to several other
databases, notably the EMEL nuclectide sequence database, PEOZSITE pattern
database and PDE.

SWIs5-PROT

The Protein Identification Eesource consistz of an mtegrated computer system composed
of a number of protem and nucleic acid sequence databases and software designed for
B the identification and analysis of protem sequences and thewr correspondmng coding
sequences,
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SRSIafENBER|

l Hﬁ Q ui Results Pro'|er;ts Views Databanks

Feseat | I Auick Search

show all [+ collapse all [=]

Cluery forms f w o
=l Literature, Biblioyraphy and Reference Databases
_Stardard| @il - MEDLINE [~ MEDLINE (Updates) [~ MEDLINE (Main Release) [~ QMM
w M TAMONOMY [T GENETICCODE
Brouse Databanks [= hlqtflentide sequence databases
T EMEBL ™ EMEL (Release) [ EMBL (Updates) [~ EMBL GHGS)
Quick Sequence Searchl .
[T EMEL (TEA) M EMEL (Contig) [ REFSEQ ™ EMSENMEBL HUWATN
FastA ™ ENSEMBL MOTSE [T ENSEMBL FLY [T ENSEMBL FISH [T IMGTHLA
Applications M IMGTLIGM-DE I~ PATENT DA
[=] Protein sequence datahases
> bookmptl this ik to Gl 7 SWALL (SPTR) I Swiss-Prot [ SpTrEMBL [~ TrEMBL (Updates)
EERR S DR Bl I IPI ™ RemTrEMBL [~ PIR I~ REFSEQP
B B oolmarkLet for: [T PATENT PRT [ JPO PRT [T USFO PRET [T MHCEN
T SWISECHANGE
s Protein Seq [*] Nucleotide related datahases
¢ DITARITA Se [*| Protein function databases
¢ Structures [*] Protein structure databases
[*] Enzymes, reactions and metaholic pathway databases
[+] Mutation and SNP datahases
L]
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Datenbanken - Proteine

Protein Structure databases

The Protein Data Banlk (PDE) is an archive of experimentally determined three-dimensional

FDE - Protein structures of biological macromelecules, serving a global community of researchers, educators, and
Database students. The archives contan atomic coordimates, bibliographic citations, primary and secondary
structure information, as well as crystallographic structure factors and MME experimental data

Enzymes, reactions and metabolic pathway databases

EEGG 15 a sute of databases and associated software, mtegrating our current kenowledge on
molecular interaction networkes m biological processes (PATHWAY database), the mformation
about the untverse of genes and protems (GENES/ZSDE/E O databases), and the mformation
about the universe of chemical compounds and reactions (COMPOUNDIEEACTION databases).

EEGG

The ENZYME data bank contans the following data for each type of characterized enzyme for
which an EC number has been provided: EC number, Fecommended name, Alternative names,
Catalytic actinty, Cofactors, Pointers to the Swiss-Prot entnie(s) that correspond to the enzyme,
Pointers to disease(s) associated with a deficiency of the enzyme.

ENZYIE

I Roihd Apphel

Zcience This page gives access to the digitized wersion of the Foche Applied Science "Biochemical
"Bicchemical Pathways" wall chart.
Dathway"
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Datenbanken Proteine (cont.)

& ExPASy Molecular Biology Server

2 I Slte Mag Search ExPASy Contact us IZ
Hosted by SIB Smtzerland' I\.‘Iu'ror sites: | Canada' Chma"Korea,. atwan |USA||
SearchE_Smss—Prut-"I'rEMBL =] for| _DI Clear |
| Swiss-ProyTrEMBL
Swisgs-Prot TrEMBL (full texd)
ExPASeFrose ology Server
SWISE-ZDPAGE
The ExPASy (EMNEWT Taxanomy roteotnics server of the Swnss Institute of Bioinformatics (SIB) is
dedicated to the HAMAP families H structures as well as 2-D PAGE (Disclaimer / Beference).
ExPASy web site
[Announcements] [Job opening] [Airroer Sites]
s —
Tools and software packages |
* Swiss-Prot and TrEMBL - Protein knowledgebase + Proteomics and sequence analysis tools
e PROSITE - Protein families and domains o Proteotmics [Peptldent, PeptideMass, ]
o SWISS-2IDPAGE - Two-dimensional polyactylamide gel o DA -= Protein [Translate]
electrophoresis o Similanty searches [BLAST]
* ENZYME - Enzyme nomenclature o Pattern and profile searches [ScanProsite
o SWISS-3DIMAGE - 2D images of protemns and other o Post-translational modification and topology
biclogical macromolecules prediction
+ SWISS-MODEL Repository - Automatically generated o Primary structure analysis [ProtParam, pLIWVW,
protein models ProtScale
* CD40Lbase - CD40 ligand defects o Secondary and tertiary structure prediction

Unive
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Fragen?

« Aufgabe 1 bei Goya oder auf der Web-page
« Datenbank-Katalog auf der Web-page
e Losung bis 06.05., 17 Uhr
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